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Fig. S17: Deviation of Theories and Simulations (A) and (B) as in Fig. 4 where the error is ( FT I � FT D )=FT I .
Comparison of the Fano factor computed via theory to stochastic simulations can be seen for the TI (( FSim � FT I )=FSim ;
C & D) and TD (( FSim � FT D )=FSim ; E & F) expressions. Simulations were averages of 1000 indpendent cell lineages
each growing for 10 generations. Contour lines are for the indicated values, and are not smooth due to the variation in the
data due to limited sampling. The average deviation of the TD theory is generally less than 20% over the ranges studied,
while the TI can deviate by over 60% in the same ranges. The error in E & F can be reduced to zero within numerical
uncertainty and sampling error by using Eqs. S35-37 as opposed to Eq. S28.
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